and MDM2 (A) and RB1 and MDM2 (B) protein expression correlation analysis (Pearson's r) using TCGA Breast Invasive Carcinoma Provisional dataset as of March 2017. The protein level (z-score) was determined by mass spectrometry and reverse-phase protein array (RPPA). The plots were generated by cBioPortal, an open-access resource at http://www.cbioportal.org/. Results showed a trend toward to significance positive correlation between RB1_PS807_S811 and MDM2 protein expression (Pearson r = 0.192,) and a non-significant negative correlation between RB1 and MDM2 protein expression (Pearson r = -0.108, p-value= 0.2983).

